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‘Studentsourcing Antibiotic Discovery’

It is relatively simple to find bacteria in soil and coax them to
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P P . . . (AR) y ‘” . research is to amplify the 16srRNA gene so that it may be mixture of soil microbes showed just this phenomenon: the Figure  9: The  plate
often due to horizontal gene transfer, the spread of AR infections has only N oEN 7 A well isolated colony from a streak prepared to attempt to
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. N ST we can only continue to try to optimize our protocols to faint ‘holes’ in the white
_ _ PCR primers utilize target sequences for amplifying the 16rRNA continue the search. growth are plaques, where
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transmitted disease are getting harder to treat with the increase of antibiotic purified with  the streak plate determine the cell hol g gene. bacterial cells.
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Bacterial infections are difficult to treat when the bacteria become resistant to the
antibiotic, having evolved to grow in the presence of the drug. Because bacteria

ability to treat common infectious diseases. Respiratory, diarrheal, and sexually Figure 3: Two different isolates were

The Tiny Earth Network continues to offer new ways to further identify potential
producers and study the metabolic networks that exist to create the antibiotic. The Tiny

antibiotics, bacteria have grown resistant Earth Database is a repository for the microbes found by students in the program, and

to treatments and continue to spread
between humans and animals. The
antibiotic resistance crisis will become life
threatening if we do not get a grasp on the
issue soon. The field of antibiotic
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Crowdsourcing antibiotic discovery from soil has emerged as an important

discovery of antibiotics from soil such as penicillin, streptomycin, chloramphenicol,
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